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Fig. 2. A maximum likelihood (ML) tree constructed from small subunit, internal transcribed spacer 1, 5.8S, and internal transcribed spacer 2 
ribosomal DNA sequences. Numbers at each node are the ML (>50%, left) and Bayesian values (>0.95, right). Antarctic strains are in bold, and the 
type species of the genus Micractinium is highlighted with a star.

Table 2. A comparison of Micractinium simplicissimum, M. singularis, and M. variabile with other species of Micractinium

Species Cell shape Cell size (μm) Form 
colony

 Bristle size 
       (μm)

Reference

M. simplicissimum sp. nov. Spherical to ellipsoidal 3.3-3.9 × 5.5-5.7 - NA Present study
M. singularis sp. nov. Spherical to ellipsoidal 4.5-4.7 × 7.2-7.4 - NA Present study
M. variabile sp. nov. Spherical to ellipsoidal 5.0-5.4 × 8.2-8.6 +, - 10-30 Present study
M. pusillum Spherical (3-) 7-13 +, - 20-35 Kim and Kim (2012)
M. appendiculatum Oval, ovoid 8 + 70 Korshikov (1953)
M. belenophorum Spherical to ellipsoid (3.3-) 4.5-5.5 × (5-) 8-10 - 30 (-55) Pröschold et al. (2010)
M. bornhemiense Spherical 6-8 + 30-60 (-90) Korshikov (1953)
M. conductrix Spherical to slightly ellipsoid 7-12 - NA Pröschold et al. (2011)
M. crassisetum Globose 5.5-6.5 + 24.7-33.8 Hortobágyi (1973)
M. extremum Spherical 5.2-6.4 + 30-50 Hortobágyi (1979)
M. inermum Spherical to ellipsoidal 3.2-3.7 × 5.0-5.4 - NA Hoshina and Fujiwara (2013)
M. quadrisetum Spherical to obovoid 3.5-7 × 5-10 + 20-50 Kim and Kim (2012)

NA, not available.


