
560H.-G. Choi et al.

Fig. 4. Strict consensus of four equally parsimonious solutions for combined anatomical and SSU data. Numbers above the

branches indicate bootstrap values (% of 2000 replicates). Bold numbers are bootstrap support for the five major lineages

of the Dasyaceae}Delesseriaceae}Rhodomelaceae clade resolved. Branches lacking values received less than 50% support.

The two parsimony analyses differed in the

relative positioning of a Platysiphonia and

Sonderella clade, from sister to the Delesseriaceae

(unweighted) to an ingroup of the Rhodome-

laceae}Heterosiphonia-group complex (weighted;

Fig. 3).

In the unweighted parsimony tree the Dasyaceae

was monophyletic with no bootstrap support. Two

synapomorphic vegetative features, characters 3

(cellulosympodial frond growth) and 13 (inverse Y-

shaped wall junctions in the uniseriate determinate

branch – although the latter feature is found in a

few Rhodomelaceae (cf. Parsons, 1975, p. 562;

Phillips et al., 2000)), and one reproductive charac-

ter, 25 (spermatangial mother cells borne on

modified determinate branches), were key char-

acters uniting the Dasyaceae. In weighted parsi-

mony (Fig. 3), however, the Dasyaceae was poly-

phyletic as it resolved into two monophyletic clades

(Dasyaceae sensu stricto and Heterosiphonia-

group), the three characters outlined previously no

longer supporting this family. The Dasyaceae sensu

stricto was monophyletic with moderate support in

both analyses and was sister to the Delesseriaceae}
Rhodomelaceae}Heterosiphonia-group with no

support in weighted analysis (Fig. 3). The Heterosi-

phonia-group}Halodictyon}Platysiphonia}Rhodo-

melaceae clade was supported by the five repro-

ductive characters 16 (epibasal location of the

fertile-axial cell of the procarp on pigmented mono-

siphonous laterals or unpigmented trichoblasts ; not

true for all included Rhodomelaceae), 17 (sup-

porting cell associated with the fourth to last

pericentral cell to be cut off), 20 (carposporangial

development subsequent to the formation of the

first terminal carposporangium on each gonimo-

blast filament exclusively rami-sympodial ; although

this character changes twice within this association

and this state only applies to some included Rhodo-

melaceae), 21 (carposporangia exclusively terminal)

and 34 (presporangial cover cells present except for

Heterocladia and Platysiphonia).

Phylogeny based on combined SSU and anatomical

data

In a final analysis, combined SSU and anatomical

data were subjected to parsimony in the absence of

any weighting scheme, resulting in a strict consensus

(Fig. 4) of four equally parsimonious solutions


